
1. Ayoub, M., S.J. Symons, M.J. Edney, and D.E. Mather. 2002. QTLs affecting kernel 
size and shape in a two-rowed by six-rowed barley cross. Theoretical and Applied 
Genetics. 105:237-247. 

2. Beecher, B., E.D. Smidansky, D. See, T.K. Blake, and M.J. Giroux. 2001. Mapping 
and sequence analysis of barley hordoindolines. Theoretical and Applied Genetics. 
102:833-840. 

3. Bilgic, H., S. Cho, D.F. Garvin, and G.J. Muehlbauer. 2007. Mapping barley genes 
to chromosome arms by transcript profiling of wheat-barley ditelosomic 
chromosome addition lines. Genome. 50:898-906. 

4. Bilgic, H., B. Steffenson, and P. Hayes. 2005. Comprehensive genetic analyses 
reveal differential expression of spot blotch resistance in four populations of barley. 
Theoretical and Applied Genetics. 111:1238-1250. 

5. Bilgic, H., B.J. Steffenson, and P.M. Hayes. 2006. Molecular mapping of loci 
conferring resistance to different pathotypes of the spot blotch pathogen in barley. 
Phytopathology. 96:699-708. 

6. Blake, T., N. Lybeck, and P.M. Hayes. 1991. Good, bad, and untested ideas in RFLP 
and QTL analysis. Plant Breeding Abstracts. 61:1-7. 

7. Boddu, J., S. Cho, W.M. Kruger, and G.J. Muehlbauer. 2006. Transcriptome 
analysis of the barley-Fusarium graminearum interaction. Molecular Plant-Microbe 
Interactions. 19:407-417. 

8. Borem, A., D.E. Mather, D.C. Rasmusson, R.G. Fulcher, and P.M. Hayes. 1999. 
Mapping quantitative trait loci for starch granule traits in barley. Journal of Cereal 
Science. 29:153-160. 

9. Borner, A., G. Buck-Sorlin, P.M. Hayes, S. Malyshev, and V. Korzun. 2002. 
Molecular mapping of major genes and quantitative trait loci determining flowering 
time in response to photoperiod in barley. Plant Breeding. 12:129-132. 

10. Borovkova, I.G., Y. Jin, and B.J. Steffenson. 1998. Chromosomal location and 
genetic relationship of leaf rust resistance genes Rph9 and Rph12 in barley. 
Phytopathology. 88:76-80. 

11. Borovkova, I.G., Y. Jin, B.J. Steffenson, A. Kilian, T.K. Blake, and A. Kleinhofs. 
1997. Identification and mapping of a leaf rust resistance gene in barley line 
Q21861. Genome. 40:236-241. 

12. Borovkova, I.G., B.J. Steffenson, Y. Jin, J.B. Rasmussen, A. Kilian, A. Kleinhofs, 
B.G. Rossnagel, and K.N. Kao. 1995. Identification of molecular markers linked to 
the stem rust resistance gene rpg4 in barley. Phytopathology. 85:181-185. 



13. Bowman, J.G.P., T.K. Blake, L.M.M. Surber, D.K. Habernicht, and H. Bockelman. 
2001. Feed-quality variation in the barley core collection of the USDA National 
Small Grains Collection. Crop Science. 41:863-870. 

14. Bregitzer, P., and R.D. Campbell. 2001. Genetic markers associated with green and 
albino plant regeneration from embryogenic barley callus. Crop Science. 41:173-
179. 

15. Bregitzer, P., L.D. Cooper, P.M. Hayes, P.G. Lemaux, J. Singh, and A.K. Sturbaum. 
2007. Viability and bar expression are negatively correlated in Oregon Wolfe Barley 
Dominant hybrids. Plant Biotechnology Journal. 5:381-388. 

16. Bregitzer, P., D.W. Mornhinweg, and B.L. Jones. 2003. Resistance to Russian wheat 
aphid damage derived from STARS 9301B protects agronomic performance and 
malting quality when transferred to adapted barley germplasm. Crop Science. 
43:2050-2057. 

17. Bregitzer, P., and V. Raboy. 2006a. Effects of four independent low-phytate 
mutations in barley (Hordeum vulgare L.) on seed phosphorus characteristics and 
malting quality. Cereal Chemistry. 83:460-464. 

18. Bregitzer, P., and V. Raboy. 2006b. Effects of four independent low-phytate 
mutations on barley agronomic performance. Crop Science. 46:1318-1322. 

19. Brueggeman, R., T. Drader, and A. Kleinhofs. 2006. The barley serine/threonine 
kinase gene Rpg1 providing resistance to stem rust belongs to a gene family with 
five other members encoding kinase domains. Theoretical and Applied Genetics. 
113:1147-1158. 

20. Brueggeman, R., N. Rostoks, D. Kudrna, A. Kilian, F. Han, J. Chen, A. Druka, B. 
Steffenson, and A. Kleinhofs. 2002. The barley stem rust-resistance gene Rpg1 is a 
novel disease-resistance gene with homology to receptor kinases. Proceedings of the 
National Academy of Sciences of the United States of America. 99:9328-9333. 

21. Bulgarelli, D., N.C. Collins, G. Tacconi, E. Dellaglio, R. Brueggeman, A. Kleinhofs, 
A.M. Stanca, and G. Vale. 2004. High-resolution genetic mapping of the leaf stripe 
resistance gene Rdg2a in barley. Theoretical and Applied Genetics. 108:1401-1408. 

22. Canci, P.C., L.M. Nduulu, G.J. Muehlbauer, R. Dill-Macky, D.C. Rasmusson, and 
K.P. Smith. 2004. Validation of quantitative trait loci for Fusarium head blight and 
kernel discoloration in barley. Molecular Breeding. 14:91-104. 

23. Castro, A.J., F. Capettini, A.E. Corey, T. Filichkina, P.M. Hayes, A. Kleinhofs, D. 
Kudrna, K. Richardson, S. Sandoval-Islas, C. Rossi, and H. Vivar. 2003. Mapping 
and pyramiding of qualitative and quantitative resistance to stripe rust in barley. 
Theoretical and Applied Genetics. 107:922-930. 

24. Castro, A.  X. Chen, A.E. Corey, T. Filichkina, P. M. Hayes, C. Mundt, K. 
Richardson, S. Sandoval-Islas, and H. Vivar. 2003.  Pyramiding and validation of 



Quantitative Trait Locus (QTL) alleles determining resistance to barley stripe rust: 
effects on adult plant resistance. Crop Science. 43:2234-2239.  

25. Castro, A.  X. Chen, P.M. Hayes, and M. Johnston. 2003.  Pyramiding quantitative 
trait locus (QTL) alleles determining resistance to barley stripe rust: effects on 
resistance at the seedling stage. Crop Science. 43: 651-659. 

26. Castro, A.  X. Chen, P.M. Hayes, S.J. Knapp, R.F. Line, T. Toojinda, and H. Vivar. 
2002. Coincident QTL determine seedling and adult plant resistance to stripe rust in 
barley. Crop Science. 42:1701-1708.    

27. Chen, F. and P.M. Hayes. 1994. Nucleotide sequence and developmental expression 
of duplicated genes encoding protein disulfide isomerase in barley (Hordeum 
vulgare L.). Plant Physiol. 106:1705-1706.  

28. Chen F. Q., P, M. Hayes, D. Mulrooney, and A. Pan. 1994a. Identification and 
characterization of plant calreticulin from barley. (Hordeum vulgare L.). The Plant 
Cell. 6: 835-843. 

29. Chen, F., P.M. Hayes, D.M. Mulrooney, and A. Pan. 1994b. Nucleotide sequence of 
a cDNA encoding a heat-shock protein (HSP 70) from barley (Hordeum vulgare L.). 
Plant Physiology. 106: 815. 

30. Chen, F., D. Prehn, P.M. Hayes, D. Mulrooney, A. Corey, and H. Vivar. 1994. 
Mapping genes for resistance to barley stripe rust. (Puccinia striiformis f. sp. 
hordei). Theoretical and Applied Genetics. 88: 215-219. 

31. Chen, H., S. Wang, Y. Xing, C. Xu, P.M. Hayes, and Q. Zhang. 2003. Comparative 
analyses of genomic locations and specificities of loci for quantitative resistance to 
Pyricularia grisea in rice and barley. Proceedings of the National Academy of 
Sciences (USA). 100:2544-2549 

32. Chen, X.M., R.F. Line, P.M. Hayes, T. Toojinda, H. Vivar, A. Kleinhofs, and D. 
Kudrna. 1999. Mapping barley genes for resistance to stripe rust, leaf rust, and scab 
using resistance gene analog polymorphism and restriction fragment length 
polymorphism. Phytopathology. 89:S15. 

33. Cho, S.H., D.F. Garvin, and G.J. Muehlbauer. 2006. Transcriptome analysis and 
physical mapping of barley genes in wheat-barley chromosome addition lines. 
Genetics. 172:1277-1285. 

34. Choi, D.W., and T.J. Close. 2000. A newly identified barley gene, Dhn12 encoding a 
YSK2 DHN, is located on chromosome 6H and has embryo-specific expression. 
Theoretical and Applied Genetics. 100:1274-1278. 

35. Choi, D.W., M.C. Koag, and T.J. Close. 2000. Map locations of barley Dhn genes 
determined by gene-specific PCR. Theoretical and Applied Genetics. 101:350-354. 

36. Choi, D.W., E.M. Rodriguez, and T.J. Close. 2002. Barley Cbf3 gene identification, 
expression pattern, and map location. Plant Physiology. 129:1781-1787. 



37. Choi, D.W., B. Zhu, and T.J. Close. 1999. The barley (Hordeum vulgare L.) 
dehydrin multigene family: sequences, allele types, chromosome assignments, and 
expression characteristics of 11 Dhn genes of cv Dicktoo. Theoretical and Applied 
Genetics. 98:1234-1247. 

38. Clark, S.E., P.M. Hayes, and C.A. Henson. 2003. Effects of single nucleotide 
polymorphisms in beta-amylase 1 alleles from barley on functional properties of the 
enzymes. Plant Physiology and Biochemistry. 41:798-804. 

39. Clark, S.E., P.M. Hayes, and C.A. Henson. 2005. Characterization of barley tissue-
ubiquitous beta-amylase2 and effects of the single nucleotide polymorphisms on the 
enzyme's thermostability. Crop Science. 45:1868-1876. 

40. Close, T.J., S.I. Wanamaker, R.A. Caldo, S.M. Turner, D.A. Ashlock, J.A. 
Dickerson, R.A. Wing, G.J. Muehlbauer, A. Kleinhofs, and R.P. Wise. 2004. A new 
resource for cereal genomics: 22K barley GeneChip comes of age. Plant Physiology. 
134:960-968. 

41. Condon, F., C. Gustus, D.C. Rasmusson, and K.P. Smith. 2008. Effect of advanced 
cycle breeding on genetic diversity in barley breeding germplasm. Crop Science. 
48:1027-1036. 

42. Cooper, L.D., L. Marquez-Cedillo, J. Singh, A.K. Sturbaum, S. Zhang, V. Edwards, 
K. Johnson, A. Kleinhofs, S. Rangel, V. Carollo, P. Bregitzer, P.G. Lemaux, and 
P.M. Hayes. 2004. Mapping Ds insertions in barley using a sequence-based 
approach. Molecular Genetics and Genomics. 272:181-193. 

43. Costa, J.M., A. Corey, P.M. Hayes, C. Jobet, A. Kleinhofs, A. Kopisch-Obusch, S.F. 
Kramer, D. Kudrna, M. Li, O. Riera-Lizarazu, K. Sato, P. Szucs, T. Toojinda, M.I. 
Vales, and R.I. Wolfe. 2001. Molecular mapping of the Oregon Wolfe Barleys: a 
phenotypically polymorphic doubled-haploid population. Theoretical and Applied 
Genetics. 103:415-424. 

44. Crosatti, C., E. Nevo, A.M. Stanca, and L. Cattivelli. 1996. Genetic analysis of the 
accumulation of COR14 proteins in wild (Hordeum spontaneum) and cultivated 
(Hordeum vulgare) barley. Theoretical and Applied Genetics. 93:975-981. 

45. Crowley, D.E., C.L. Wu, D. Gries, S. Brunn, and D.R. Parker. 2002. Quantitative 
traits associated with adaptation of three barley (Hordeum vulgare L) cultivars to 
suboptimal iron supply. Plant and Soil. 241:57-65. 

46. Dahleen, L.S., H.A. Agrama, R.D. Horsley, B.J. Steffenson, P.B. Schwarz, A. 
Mesfin, and J.D. Franckowiak. 2003. Identification of QTLs associated with 
Fusarium head blight resistance in Zhedar 2 barley. Theoretical and Applied 
Genetics. 108:95-104. 

47. Davila, J.A., Y. Loarce, and E. Ferrer. 1999. Molecular characterization and genetic 
mapping of random amplified microsatellite polymorphism in barley. Theoretical 
and Applied Genetics. 98:265-273. 



48. Devaux, P., A. Kilian, and A. Kleinhofs. 1995. Comparative mapping of the barley 
genome with male and female recombination-derived, doubled haploid populations. 
Molecular & General Genetics. 249:600-608. 

49. Druka, A., D. Kudrna, F. Han, A. Kilian, B. Steffenson, D. Frisch, J. Tomkins, R. 
Wing, and A. Kleinhofs. 2000. Physical mapping of the barley stem rust resistance 
gene rpg4. Molecular and General Genetics. 264:283-290. 

50. Druka, A., D. Kudrna, C.G. Kannangara, D. von Wettstein, and A. Kleinhofs. 2002. 
Physical and genetic mapping of barley (Hordeum vulgare) germin-like cDNAs. 
Proceedings of the National Academy of Sciences of the United States of America. 
99:850-855. 

51. Druka, A., D. Kudrna, N. Rostoks, R. Brueggeman, D. von Wettstein, and A. 
Kleinhofs. 2003. Chalcone isomerase gene from rice (Oryza sativa) and barley 
(Hordeum vulgare): physical, genetic and mutation mapping. Gene. 302:171-+. 

52. Druka, A., G. Muehlbauer, I. Druka, R. Caldo, U. Baumann, N. Rostoks, A. 
Schreiber, R. Wise, T. Close, A. Kleinhofs, A. Graner, A. Schulman, P. Langridge, 
K. Sato, P. Hayes, J. McNicol, D. Marshall, and R. Waugh. 2006. An atlas of gene 
expression from seed to seed through barley development. Functional & Integrative 
Genomics. 6:202-211. 

53. Druka, A., E. Potokina, Z. Luo, N. Bonar, I. Druka, L. Zhang, D.F. Marshall, B.J. 
Steffenson, T.J. Close, R.P. Wise, A. Kleinhofs, R.W. Williams, M.J. Kearsey, and 
R. Waugh. 2008. Exploiting regulatory variation to identify genes underlying 
quantitative resistance to the wheat stem rust pathogen Puccinia graminis f. sp tritici 
in barley. Theoretical and Applied Genetics. 117:261-272. 

54. Dubcovsky, J., M.C. Luo, G.Y. Zhong, R. Bransteitter, A. Desai, A. Kilian, A. 
Kleinhofs, and J. Dvorak. 1996. Genetic map of diploid wheat, Triticum 
monococcum L, and its comparison with maps of Hordeum vulgare L. Genetics. 
143:983-999. 

55. Edney, M.J., and D.E. Mather. 2004. Quantitative trait loci affecting germination 
traits and malt friability in a two-rowed by six rowed barley cross. Journal of Cereal 
Science. 39:283-290. 

56. El Attari, A., S. Rebai, P.M. Hayes, G. Barrault, G. Dechamp-Guillaume, and A. 
Sarrafi. 1998. Potential of doubled haploid lines and localization of quantitative trait 
loci (QTL) for partial resistance to bacterial leaf streak (Xanthomonas campestris pv. 
hordei) in barely. Theoretical and Applied Genetics. 96:95-100.  

57. Fetch, T.G., B.J. Steffenson, and E. Nevo. 2003. Diversity and sources of multiple 
disease resistance in Hordeum spontaneum. Plant Disease. 87:1439-1448. 

58. Fischer, A.M. 2007. Nutrient recycling during leaf senescence. In: Senescence 
processes in plants. S. Gan, ed. Blackwell, Sheffield, UK, pp. 87-107. 



59. Gao, W., J.A. Clancy, F. Han, B.L. Jones, A. Budde, D.M. Wesenberg, A. 
Kleinhofs, S.E. Ullrich, and North American  Barley Genome Project. 2004. Fine 
mapping of a malting-quality QTL complex near the chromosome 4H S telomere in 
barley. Theoretical and Applied Genetics. 109:750-760. 

60. Gao, W., J.A. Clancy, F. Han, D. Prada, A. Kleinhofs, and S.E. Ullrich. 2003. 
Molecular dissection of a dormancy QTL region near the chromosome 7 (5H) L 
telomere in barley. Theoretical and Applied Genetics. 107:552-559. 

61. Goblirsch, C.A., R.D. Horsley, and P.B. Schwarz. 1996. A strategy to breed low-
protein barley with acceptable kernel color and diastatic power. Crop Science. 
36:41-44. 

62. Grewal, T.S., B.G. Rossnagel, C.J. Pozniak, and G.J. Scoles. 2008. Mapping 
quantitative trait loci associated with barley net blotch resistance. Theoretical and 
Applied Genetics. 116:529-539. 

63. Grewal, T.S., B.G. Rossnagel, and G.J. Scoles. 2007. Mapping of quantitative trait 
loci associated with resistance to net blotch [Pyrenophora teres] in barley. Canadian 
Journal of Plant Pathology-Revue Canadienne De Phytopathologie. 29:219-219. 

64. Gyenis, L., S.J. Yun, K.P. Smith, B.J. Steffenson, E. Bossolini, M.C. Sanguineti, and 
G.J. Muehlbauer. 2007. Genetic architecture of quantitative trait loci associated with 
morphological and agronomic trait differences in a wild by cultivated barley cross. 
Genome. 50:714-723. 

65. Han, F., J.A. Clancy, B.L. Jones, D.M. Wesenberg, A. Kleinhofs, and S.E. Ullrich. 
2004. Dissection of a malting quality QTL region on chromosome 1 (7H) of barley. 
Molecular Breeding. 14:339-347. 

66. Han, F., S.E. Ullrich, S. Chirat, S. Menteur, L. Jestin, A. Sarrafi, P.M. Hayes, B.L. 
Jones, T.K. Blake, D.M. Wesenberg, A. Kleinhofs, and A. Kilian. 1995. Mapping of 
beta-glucan content and beta-glucanase activity loci in barley-grain and malt. 
Theoretical and Applied Genetics. 91:921-927. 

67. Han, F., S.E. Ullrich, J.A. Clancy, V. Jitkov, A. Kilian, and I. Romagosa. 1996. 
Verification of barley seed dormancy loci via linked molecular markers. Theoretical 
and Applied Genetics. 92:87-91. 

68. Han, F., S.E. Ullrich, A. Kleinhofs, B.L. Jones, P.M. Hayes, and D.M. Wesenberg. 
1997. Fine structure mapping of the barley chromosome-1 centromere region 
containing malting-quality QTLs. Theoretical and Applied Genetics. 95:903-910. 

69. Hayes, P.M. 1996. Barley genome mapping: new insights into the malting quality of 
the world’s oldest crop. Master Brewers Association of the Americas.  33:223-225. 

70. Hayes, P.M., T.K. Blake, T.H.H. Chen, S. Tragoonrung, F. Chen, A. Pan, and B. 
Liu. 1993. Quantitative trait loci on barley (Hordeum vulgare L.) chromosome 7 
associated with components of winter hardiness. Genome. 36: 66-71.  



71. Hayes, P.M., J. Cerono, H. Witsenboer, M. Kuiper, M. Zabeau, K. Sato, A. 
Kleinhofs, D. Kudrna, A. Kilian, M. Saghai-Maroof, D. Hoffman and the North 
American Barley Genome Mapping Project 1997. Characterizing and exploiting 
genetic diversity and quantitative traits in barley (Hordeum vulgare) using AFLP 
markers. Journal of Quantitative Trait Loci.  
http://probe.nalusda.gov:8000/otherdocs/jqtl/jqtl1997-02/ 

72. Hayes, P.M., B.H. Liu, S.J. Knapp, F. Chen, B. Jones, T. Blake, J. Franckowiak, D. 
Rasmusson, M. Sorrells, S.E. Ullrich, D. Wesenberg, and A. Kleinhofs. 1993. 
Quantitative trait locus effects and environmental interaction in a sample of North-
American barley germ plasm. Theoretical and Applied Genetics. 87:392-401. 

73. Hayes, P.M., D. Prehn, H. Vivar, T. Blake, A. Comeau, I. Henry, M. Johnston, B. 
Jones, and B. Steffenson. 1996. Multiple disease resistance loci and their 
relationship to agronomic and quality loci in a spring barley population. Journal of 
Quantitative Trait Loci. http://probe.nalusda.gov:8000/otherdocs/jqtl/index.html 

74. Hayes, P.M. and P. Szucs. 2006. Disequilibrium and association in barley: thinking 
outside the glass. Proceedings of the National Academy of Sciences of the United 
States of America. 49:18385-18386.   

75. Hoffman, D.L., and P. Bregitzer. 1996. Identification of reproducible PCR-RAPD 
markers that enable the differentiation of closely related six-rowed malting barley 
(Hordeum vulgare L) cultivars. Journal of the American Society of Brewing 
Chemists. 54:172-176. 

76. Horsley, R.D., D. Schmierer, C. Maier, D. Kudrna, C.A. Urrea, B.J. Steffenson, P.B. 
Schwarz, J.D. Franckowiak, M.J. Green, B. Zhang, and A. Kleinhofs. 2006. 
Identification of QTLs associated with Fusarium head blight resistance in barley 
accession CIho 4196. Crop Science. 46:145-156. 

77. Horsley, R.D., P.B. Schwarz, and J.J. Hammond. 1995. Genetic diversity in malt 
quality of North-American 6-rowed spring barley. Crop Science. 35:113-118. 

78. Horvath, H., N. Rostoks, R. Brueggeman, B. Steffenson, D. von Wettstein, and A. 
Kleinhofs. 2003. Genetically engineered stem rust resistance in barley using the 
Rpg1 gene. Proceedings of the National Academy of Sciences of the United States of 
America. 100:364-369. 

79. Igartua, E., P.M. Hayes, W.T.B. Thomas, R. Meyer, and D.E. Mather. 2002. Genetic 
control of quantitative grain and malt quality traits in barley. Journal of Crop 
Production.  5:131-164. 

80. Inukai, T., M. I. Vales, K. Hori, K. Sato and P.M. Hayes. 2006. RMo1 confers blast 
resistance in barley and is located within the complex of resistance genes containing 
Mla, a powdery mildew resistance gene. Molecular Plant-Microbe Interactions 
19:1034-1041. 



81. Iyamabo, O.E., and P.M. Hayes. 1995. Effects of plot type on detection of 
quantitative trait locus effects in barley (Hordeum vulgare L.). Plant Breeding.  
114:55-60.  

82. Jin, Y., I.G. Borovkova, B.J. Steffenson, J.B. Rasmussen, A. Kilian, and A. 
Kleinhofs. 1995. Identification and mapping of a leaf rust resistance gene in barley 
line Q21861. Phytopathology. 85:1045. 

83. Jukanti, A.K. and A.M. Fischer. 2008. A high-grain protein content locus on barley 
(Hordeum vulgare) chromosome six is associated with increased flag leaf proteolysis 
and nitrogen remobilization. Physiologia Plantarum. 132: 426–439  

84. Jukanti, A.K., N.M. Heidlebaugh, D.L. Parrott, I.A. Fischer, K. McInnerney and 
A.M. Fischer. 2007. Comparative transcriptome profiling of near-isogenic barley 
(Hordeum vulgare) lines differing in the allelic state of a major grain protein content 
locus identifies genes with possible roles in leaf senescence and nitrogen 
reallocation. The New Phytologist. 177: 333–349  

85. Kandemir, N., B.L. Jones, D.M. Wesenberg, S.E. Ullrich, and A. Kleinhofs. 2000. 
Marker-assisted analysis of three grain yield QTL in barley (Hordeum vulgare L.) 
using near isogenic lines. Molecular Breeding. 6:157-167. 

86. Kandemir, N., D.A. Kudrna, S.E. Ullrich, and A. Kleinhofs. 2000. Molecular marker 
assisted genetic analysis of head shattering in six-rowed barley. Theoretical and 
Applied Genetics. 101:203-210. 

87. Kandemir, N., A. Yildirim, D.A. Kudrna, P.M. Hayes, and A. Kleinhofs. 2004. 
Marker assisted genetic analysis of non-brittle rachis trait in barley. Hereditas. 
141:272-277. 

88. Karsai, I., K. Meszaros, P.M. Hayes, and Z. Bedo. 1997. Effects of loci on 
chromosomes 2 (2H) and 7 (5H) on developmental patterns in barley (Hordeum 
vulgare L) under different photoperiod regimes. Theoretical and Applied Genetics. 
94:612-618. 

89. Karsai, I., K. Meszaros, P. Szucs, P.M. Hayes, L. Lang, and Z. Bedo. 1999. Effects 
of loci determining photoperiod sensitivity (Ppd-H1) and vernalization response 
(Sh2) on agronomic traits in the 'Dicktoo' x 'Morex' barley mapping population. 
Plant Breeding. 118:399-403. 

90. Karsai, I., K. Mészáros, P. Szűcs, P.M. Hayes, L. Láng, and Z. Bedő. 2006. The Vrn-
H2 locus (4H) is influenced by photoperiod and is a major determinant of plant 
development and reproductive fitness traits in a facultative × winter barley 
(Hordeum vulgare L.) mapping population.  Plant Breeding. 124:468-472. 

91. Karsai, I., P. Szûcs, K. Meszaros, T. Filichkin P.M. Hayes, J. Skinner, L. Lang, and  
Z. Bedo. 2005. The Vrn-H2 locus is a major determinant of flowering time in a 
facultative × winter growth habit barley (Hordeum vulgare L.) mapping population. 
Theoretical and Applied Genetics. 110:1458-1466. 



92. Karsai, I., P. Szucs, B. Koszegi, P.M. Hayes, A. Casas, Z. Bedo, and O. Veisz. 2008. 
Effects of photo and thermo cycles on flowering time in barley: a genetical 
phenomics approach. Journal of Experimental Botany. 59:2707-2715.   

93. Kawachi, T., Y. Shoji, T. Sugimoto, Y.L. Oji, A. Kleinhofs, R.L. Warner, N. Kilian, 
A., J. Chen, F. Han, B. Steffenson, and A. Kleinhofs. 1997. Towards map-based 
cloning of the barley stem rust resistance genes Rpgl and rpg4 using rice as an 
intergenomic cloning vehicle. Plant Molecular Biology. 35:187-195. 

94. Kilian, A., and A. Kleinhofs. 1992. Cloning and mapping of telomere-associated 
sequences from Hordeum vulgare. Molecular & General Genetics. 235:153-156. 

95. Kilian, A., A. Kleinhofs, P. Villand, T. Thorbjornsen, O.A. Olsen, and L.A. 
Kleczkowski. 1994. Mapping of the adp-glucose pyrophosphorylase genes in barley. 
Theoretical and Applied Genetics. 87:869-871. 

96. Kilian, A., D. Kudrna, and A. Kleinhofs. 1999. Genetic and molecular 
characterization of barley chromosome telomeres. Genome. 42:412-419. 

97. Kilian, A., D.A. Kudrna, A. Kleinhofs, M. Yano, N. Kurata, B. Steffenson, and T. 
Sasaki. 1995. Rice-barley synteny and its application to saturation mapping of the 
barley rpg1 region. Nucleic Acids Research. 23:2729-2733. 

98. Kilian, A., B.J. Steffenson, M.A.S. Maroof, and A. Kleinhofs. 1994. RFLP markers 
linked to the durable stem rust resistance gene Rpg1 in barley. Molecular Plant-
Microbe Interactions. 7:298-301. 

99. Kleinhofs, A., A. Kilian, and D. Kudrna. 1993. Mapping of known function genes on 
the barley genome. Cereal Foods World. 38:604. 

100. Kleinhofs, A., A. Kilian, M.A.S. Maroof, R.M. Biyashev, P. Hayes, F.Q. Chen, N. 
Lapitan, A. Fenwick, T.K. Blake, V. Kanazin, E. Ananiev, L. Dahleen, D. Kudrna, J. 
Bollinger, S.J. Knapp, B. Liu, M. Sorrells, M. Heun, J.D. Franckowiak, D. Hoffman, 
R. Skadsen, and B.J. Steffenson. 1993. A molecular, isozyme and morphological 
map of the barley (Hordeum vulgare) genome. Theoretical and Applied Genetics. 
86:705-712. 

101. Korol, A.B., Y.I Ronin, E. Nevo, and P.M. Hayes. 1998. Multi-interval mapping of 
correlated trait complexes. Heredity. 80:273-284.  

102. Kóti, A., I. Karsai, P. Szűcs, C. Horváth, K. Mészáros, G. Kiss, Z. Bedő, P.M. 
Hayes. 2006. Validation of the two-gene epistatic model for vernalization response 
in a winter x spring barley cross.   Euphytica. 152:17-24.  

103. Larson, S.R., D.K. Habernicht, T.K. Blake, and M. Adamson. 1997. Backcross gains 
for six-rowed grain and malt qualities with introgression of a feed barley yield QTL. 
Journal of the American Society of Brewing Chemists. 55:52-57. 



104. Larson, S.R., D. Kadyrzhanova, C. McDonald, M. Sorrells, and T.K. Blake. 1996. 
Evaluation of barley chromosome-3 yield QTLs in a backcross F-2 population using 
STS-PCR. Theoretical and Applied Genetics. 93:618-625. 

105. Larson, S.R., K.A. Young, A. Cook, T.K. Blake, and V. Raboy. 1998. Linkage 
mapping of two mutations that reduce phytic acid content of barley grain. 
Theoretical and Applied Genetics. 97:141-146. 

106. Limin, A., A. Corey, P. Hayes, and D.B. Fowler. 2007. Low-temperature 
acclimation of barley cultivars used as parents in mapping populations: response to 
photoperiod, vernalization and phenological development. Planta. 226:139-146. 

107. Liu, Z.W., R.M. Biyashev, and M.A.S. Maroof. 1996. Development of simple 
sequence repeat DNA markers and their integration into a barley linkage map. 
Theoretical and Applied Genetics. 93:869-876. 

108. Malatrasi, M., T.J. Close, and N. Marmiroli. 2002. Identification and mapping of a 
putative stress response regulator gene in barley. Plant Molecular Biology. 50:143-
152. 

109. Mammadov, J.A., Z. Liu, R.M. Biyashev, G.J. Muehlbauer, and M.A.S. Maroof. 
2006. Cloning, genetic and physical mapping of resistance gene analogs in barley 
(Hordeum vulgare L.). Plant Breeding. 125:32-42. 

110. Mammadov, J.A., B.J. Steffenson, and M.A.S. Maroof. 2005. High-resolution 
mapping of the barley leaf rust resistance gene Rph5 using barley expressed 
sequence tags (ESTs) and synteny with rice. Theoretical and Applied Genetics. 
111:1651-1660. 

111. Marcel, T.C., R.K. Varshney, M. Barbieri, H. Jafary, M.J.D. de Kock, A. Graner, 
and R.E. Niks. 2007. A high-density consensus map of barley to compare the 
distribution of QTLs for partial resistance to Puccinia hordei and of defense gene 
homologues. Theoretical and Applied Genetics. 114:487-500. 

112. Marquez-Cedillo, L.A., P.M. Hayes, B.L. Jones, A. Kleinhofs, W.G. Legge, B.G. 
Rossnagel, K. Sato, E. Ullrich, D.M. Wesenberg, and N.A. Barley. 2000. QTL 
analysis of malting quality in barley based on the doubled-haploid progeny of two 
elite North American varieties representing different germplasm groups. Theoretical 
and Applied Genetics. 101:173-184. 

113. Marquez-Cedillo, L.A., P.M. Hayes, A. Kleinhofs, W.G. Legge, B.G. Rossnagel, K. 
Sato, S.E. Ullrich, D.M. Wesenberg, and The North American Barley Genome 
Mapping Project. 2001. QTL analysis of agronomic traits in barley based on the 
doubled haploid progeny of two elite North American varieties representing different 
germplasm groups. Theoretical and Applied Genetics. 103:625-637. 

114. Massman, J.M., and K.P. Smith. 2008. Locating resistance QTL for Fusarium head 
blight using association mapping in contemporary barley breeding germplasm. 
Phytopathology. 98:S99-S99. 



115. Matus, I., A. Corey, T. Filichkin, P.M. Hayes, J. Kling, W. Powell, O. Riera-
Lizarazu, K. Sato, M.I. Vales,  and R. Waugh. 2003. Development and 
characterization of recombinant chromosome substitution lines (RCSLs) using 
Hordeum vulgare subsp. spontaneum as a source of donor alleles in a Hordeum 
vulgare subsp. vulgare background. Genome. 46:1010-1023. 

116. Matus, I. and P.M. Hayes. 2002. Genetic diversity in three groups of barley 
germplasm assessed by Simple Sequence Repeats. Genome. 45:1095-1106.  

117. Mickelson, S., D. See, F.D. Meyer, J.P. Garner, C.R. Foster, T.K. Blake, and A.M. 
Fischer. 2003. Mapping of QTL associated with nitrogen storage and remobilization 
in barley (Hordeum vulgare L.) leaves. Journal of Experimental Botany. 54:801-812. 

118. Mirlohi, A., R. Brueggeman, T. Drader, J. Nirmala, B.J. Steffenson, and A. 
Kleinhofs. 2008. Allele sequencing of the barley stem rust resistance gene Rpg1 
identifies regions relevant to disease resistance. Phytopathology. 98:910-918. 

119. Nduulu, L.M., A. Mesfin, G.J. Muehlbauer and K.P. Smith.  2007.  Analysis of 
the chromosome 2(2H) region of barley associated with the correlated traits 
Fusarium head blight resistance and heading date.  Theoretical and Applied 
Genetics.  115:561-570. 

120. Nirmala, J., S. Dahl, B.J. Steffenson, C.G. Kannangara, D. von Wettstein, X.M. 
Chen, and A. Kleinhofs. 2007. Proteolysis of the barley receptor-like protein kinase 
RPG1 by a proteasome pathway is correlated with Rpg1-mediated stem rust 
resistance. Proceedings of the National Academy of Sciences of the United States of 
America. 104:10276-10281. 

121. Oziel, A., P.M. Hayes, F.Q. Chen, and B. Jones. 1996. Application of quantitative 
trait locus mapping to the development of winter habit malting barley. Plant 
Breeding. 115:43-51. 

122. Pan, A., P.M. Hayes, F. Chen, T.H.H. Chen, T. Blake, S. Wright, I. Karsai, and Z. 
Bedo. 1994. Genetic-analysis of the components of winter hardiness in barley 
(Hordeum vulgare). Theoretical and Applied Genetics. 89:900-910. 

123. Parrott, D.L., K. McInnerney, U. Feller and A.M. Fischer. 2007. Steam-girdling of 
barley (Hordeum vulgare) leaves leads to carbohydrate accumulation and 
accelerated leaf senescence, facilitating transcriptomic analysis of senescence-
associated genes. The New Phytologist. 176: 56-69  

124. Potokina, E., A. Druka, Z.W. Luo, R. Wise, R. Waugh, and M. Kearsey. 2008. Gene 
expression quantitative trait locus analysis of 16,000 barley genes reveals a complex 
pattern of genome-wide transcriptional regulation. Plant Journal. 53:90-101. 

125. Potokina, E., M. Prasad, L. Malysheva, M.S. Roeder, and A. Graner. 2006. 
Expression genetics and haplotype analysis reveal cis regulation of serine 
carboxypeptidase I (Cxp1), a candidate gene for malting quality in barley (Hordeum 
vulgare L.). Functional & Integrative Genomics. 6:25-35. 



126. Prada, D., I. Romagosa, S.E. Ullrich, and J.L. Molina-Cano. 2005. A centromeric 
region on chromosome 6(6H) affects dormancy in an induced mutant in barley. 
Journal of Experimental Botany. 56:47-54. 

127. Prada, D., S.E. Ullrich, J.L. Molina-Cano, L. Cistue, J.A. Clancy, and I. Romagosa. 
2004. Genetic control of dormancy in a Triumph/Morex cross in barley. Theoretical 
and Applied Genetics. 109:62-70. 

128. Qi, X., R.E. Niks, P. Stam, and P. Lindhout. 1998. Identification of QTLs for partial 
resistance to leaf rust (Puccinia hordei) in barley. Theoretical and Applied Genetics. 
96:1205-1215. 

129. Richardson K.L., M.I. Vales, J.G. Kling, C.C. Mundt, and P.M. Hayes. 2006. 
Pyramiding and dissecting disease resistance QTL to barley stripe rust. Theoretical 
and Applied Genetics. 113:485-495. 

130. Rodriguez, M., D. O'Sullivan, P. Donini, R. Papa, E. Chiapparino, F. Leigh, and G. 
Attene. 2006. Integration of retrotransposons-based markers in a linkage map of 
barley. Molecular Breeding. 17:173-184. 

131. Romagosa, I., F. Han, S.E. Ullrich, P.M. Hayes, and D.M. Wesenberg. 1999. 
Verification of yield QTL through realized molecular marker-assisted selection 
responses in a barley cross. Molecular Breeding. 5:143-152. 

132. Romagosa, I., S.E. Ullrich, F. Han, and P.M. Hayes. 1996. Use of the additive main 
effects and multiplicative interaction model in QTL mapping for adaptation in 
barley. Theoretical and Applied Genetics. 93:30-37. 

133. Rossi, C., A. Cuesta-Marcos, I. Vales, L. Gomez-Pando, G. Orjeda, R. Wise, K. 
Sato, K. Hori, F. Capettini, H. Vivar, X. Chen, and P. Hayes. 2006. Mapping 
multiple disease resistance genes using a barley mapping population evaluated in 
Peru, Mexico, and the USA. Molecular Breeding. 18:355-366. 

134. Rostoks, N., S. Mudie, L. Cardle, J. Russell, L. Ramsay, A. Booth, J.T. Svensson, 
S.I. Wanamaker, H. Walia, E.M. Rodriguez, P.E. Hedley, H. Liu, J. Morris, T.J. 
Close, D.F. Marshall, and R. Waugh. 2005. Genome-wide SNP discovery and 
linkage analysis in barley based on genes responsive to abiotic stress. Molecular 
Genetics and Genomics. 274:515-527. 

135. Rostoks, N., D. Schmierer, D. Kudrna, and A. Kleinhofs. 2003. Barley putative 
hypersensitive induced reaction genes: genetic mapping, sequence analyses and 
differential expression in disease lesion mimic mutants. Theoretical and Applied 
Genetics. 107:1094-1101. 

136. Rostoks, N., B.J. Steffenson, and A. Kleinhofs. 2004. Structure and expression of the 
barley stem rust resistance gene Rpg1 messenger RNA. Physiological and 
Molecular Plant Pathology. 64:91-101. 



137. Rostoks, N., J.M. Zale, J. Soule, R. Brueggeman, A. Druka, D. Kudrna, B. 
Steffenson, and A. Kleinhofs. 2002. A barley gene family homologous to the maize 
rust resistance gene Rp1-D. Theoretical and Applied Genetics. 104:1298-1306. 

138. Rostoks, N., D. Schmierer, S. Mudie, T. Drader, R. Brueggeman, D.G. Caldwell, R. 
Waugh and A. Kleinhofs. 2006. Barley necrotic locus nec1 encodes the cyclic 
nucleotide-gated ion channel 4 homologous to the Arabidopsis HLM1. Molecular 
Genetics and Genomics. 275:159-168 (DOI 10.1007/s00438-005-0073-9) 

139. Rouves, S., C. Boeuf, S. ZwickertMenteur, M.F. Gautier, P. Joudrier, M. Bernard, 
and L. Jestin. 1996. Locating supplementary RFLP markers on barley chromosome 7 
and synteny with homoeologous wheat group 5. Plant Breeding. 115:511-513. 

140. Rudd, J.C., R.D. Horsley, A.L. McKendry, and E.M. Elias. 2001. Host plant 
resistance genes for Fusarium head blight: Sources, mechanisms, and utility in 
conventional breeding systems. Crop Science. 41:620-627. 

141. Sato, K. T. Inukai , and P. M. Hayes. 2001. QTL analysis of resistance to the rice 
blast pathogen in barley (Hordeum vulgare). Theoretical and Applied Genetics. 
102:916-920. 

142. Schmierer, D.A., N. Kandemir, D.A. Kudrna, B.L. Jones, S.E. Ullrich, and A. 
Kleinhofs. 2004. Molecular marker-assisted selection for enhanced yield in malting 
barley. Molecular Breeding. 14:463-473. 

143. Schon, C.C., P.M. Hayes, T.K. Blake, and S.J. Knapp. 1991. Gametophytic selection 
in a winter x spring barley cross. Genome. 34:918-922. 

144. Shan, X., T.K. Blake, and L.E. Talbert. 1999. Conversion of AFLP markers to 
sequence-specific PCR markers in barley and wheat. Theoretical and Applied 
Genetics. 98:1072-1078. 

145. Sherman, J.D., L.Y. Smith, T.K. Blake, and L.E. Talbert. 2001. Identification of 
barley genome segments introgressed into wheat using PCR markers. Genome. 
44:38-44. 

146. Singh, J., S. Zhang, C. Chen, L. Cooper, P. Bregitzer, A. Sturbaum, P.M. Hayes, and 
P.G. Lemaux. 2006. High-frequency Ds remobilization over multiple generations in 
barley facilitates gene tagging in large genome cereals. Plant Molecular Biology. 
62:937-950. 

147. Skinner J.S., J. von Zitzewitz, P. Szűcs, L. Marquez-Cedillo, T. Filichkin, K. 
Amundsen, E. Stockinger,  M.F. Thomashow, T.H.H. Chen, an P.M. Hayes. 2005. 
Structural, Functional, and Phylogenetic Characterization of a Large CBF Gene 
Family in Barley. Plant Molecular Biology. 59:533-551.   

148. Skinner, J., P. Szucs, J. von Zitzewitz, L. Marquez-Cedillo, T. Filichkin, E.J. 
Stockinger, M.F. Thomashow, T.H.H. Chen, and P.M. Hayes. 2006. Mapping of 
barley homologs to genes that regulate low temperature tolerance in Arabidopsis. 
Theoretical and Applied Genetics. 112:832-842. 



149. Spaner, D. B.G. Rossnagel, W.G. Legge, G.J. Scoles, P.E. Eckstein, G.A. Penner, 
N.A. Tinker, K.G. Briggs, D.E. Falk, J.C. Afele, P.M. Hayes and D.E. Mather. 1999. 
Verification of a quantitative trait locus affecting agronomic traits in two-row barley. 
Crop Science. 39:248-252. 

150. Steffenson, B.J., P.M. Hayes, and A. Kleinhofs. 1996. Genetics of seedling and adult 
plant resistance to net blotch (Pyrenophora teres f teres) and spot blotch 
(Cochliobolus sativus) in barley. Theoretical and Applied Genetics. 92:552-558. 

151. Steffenson, B.J., A. Kilian, and A. Kleinhofs. 1992. Identification of molecular 
markers linked with the RPG1 gene for stem rust resistance in barley. 
Phytopathology. 82:1083. 

152. Szűcs, P.,  I. Karsai, J. von Zitzewitz, K. Mészáros, L.L.D. Cooper, Y.Q. Gu, T.H.H. 
Chen, P.M. Hayes, and J.S. Skinner. 2006. Positional relationships between 
photoperiod response QTL and photoreceptor and vernalization genes in barley. 
Theoretical and Applied Genetics. 112:1277-1285.  

153. Szucs, P., J.S. Skinner, I. Karsai, A. Cuesta-Marcos, K.G. Haggard, A.E. Corey, 
T.H.H. Chen, and P.M. Hayes. 2007. Validation of the VRN-H2/VRN-H1 epistatic 
model in barley reveals that intron length variation in VRN-H1 may account for a 
continuum of vernalization sensitivity. Molecular Genetics and Genomics. 277:249-
261. 

154. Tinker, N.A., D.E. Mather, B.G. Rossnagel, K.J. Kasha, A. Kleinhofs, P.M. Hayes, 
D.E. Falk, T. Ferguson, L.P. Shugar, W.G. Legge, R.B. Irvine, T.M. Choo, K.G. 
Briggs, S.E. Ullrich, J.D. Franckowiak, T.K. Blake, R.J. Graf, S.M. Dofing, M.A.S. 
Maroof, G.J. Scoles, D. Hoffman, L.S. Dahleen, A. Kilian, F. Chen, R.M. Biyashev, 
D.A. Kudrna, and B.J. Steffenson. 1996. Regions of the genome that affect 
agronomic performance in two-row barley. Crop Science. 36:1053-1062. 

155. Tondelli, A., E. Francia, D. Barabaschi, A. Aprile, J.S. Skinner, E.J. Stockinger, 
A.M. Stanca, and N. Pecchioni. 2006. Mapping regulatory genes as candidates for 
cold and drought stress tolerance in barley. Theoretical and Applied Genetics. 
112:445-454. 

156. Toojinda, T., L.H. Broers, X.M. Chen, P.M. Hayes, A. Kleinhofs, J. Korte, D. 
Kudrna, H. Leung, R.F. Line, W. Powell, L. Ramsay, H. Vivar, and R. Waugh. 
2000. Mapping quantitative and qualitative disease resistance genes in a doubled 
haploid population of barley (Hordeum vulgare). Theoretical and Applied Genetics. 
101:580-589. 

157. Toubia-Rahme, H., and B.J. Steffenson. 2004. Sources of resistance to septoria 
speckled leaf blotch caused by Septoria passerinii in barley. Canadian Journal of 
Plant Pathology-Revue Canadienne De Phytopathologie. 26:358-364. 

158. Tragoonrung, S., V. Kanazin, P.M. Hayes, and T.K. Blake. 1992. Sequence-tagged-
site-facilitated pcr for barley genome mapping. Theoretical and Applied Genetics. 
84:1002-1008. 



159. Ullrich, S.E., J.A. Clancy, I.A. del Blanco, H. Lee, V.A. Jitkov, F. Han, A. 
Kleinhofs, and K. Matsui. 2008. Genetic analysis of preharvest sprouting in a six-
row barley cross. Molecular Breeding. 21:249-259. 

160. Ullrich, S.E., P.M. Hayes, B.L. Jones, and A. Kleinhofs. 1993. Application of new 
genetic technologies to malting quality improvement in barley. Cereal Foods World. 
38:604. 

161. Van Sanford, D., J. Anderson, K. Campbell, J. Costa, P. Cregan, C. Griffey, P.M. 
Hayes, and R. Ward. 2001. Discovery and development of molecular markers linked 
to Fusarium Head Blight resistance: an integrated system for wheat and barley. Crop 
Science. 638-644.  

162. Van Zee, K., F.Q. Chen, P.M. Hayes, T.J. Close, and T.H.H. Chen. 1995. Cold-
specific induction of a dehydrin gene family member in barley. Plant Physiology. 
108:1233-1239. 

163. Varshney, R.K., T.C. Marcel, L. Ramsay, J. Russell, M.S. Roder, N. Stein, R. 
Waugh, P. Langridge, R.E. Niks, and A. Graner. 2007. A high density barley 
microsatellite consensus map with 775 SSR loci. Theoretical and Applied Genetics. 
114:1091-1103. 

164. Vaz Patto, M.C., D. Rubiales, A. Martin, P. Hernandez, P. Lindhout, R.E. Niks, and 
P. Stam. 2003. QTL mapping provides evidence for lack of association of the 
avoidance of leaf rust in Hordeum chilense with stomata density. Theoretical and 
Applied Genetics. 106:1283-1292.  

165. von Zitzewitz, J.,  P. Szűcs, J. Dubcovsky, L. Yan, E. Francia, N. Pecchioni, A. 
Casas, T.H.H. Chen, P.M. Hayes, and J. Skinner. 2005. Structural and functional 
characterization of barley vernalization genes. Plant Molecular Biology. 59:449-467. 

166. Waugh, R., N. Bonar, E. Baird, B. Thomas, A. Graner, P. Hayes, and W. Powell. 
1997. Homology of AFLP products in three mapping populations of barley. 
Molecular & General Genetics. 255:311-321. 

167. Wenzl, P., J. Carling, D. Kudrna, D. Jaccoud, E. Huttner, A. Kleinhofs, and A. 
Kilian. 2004. Diversity Arrays Technology (DArT) for whole-genome profiling of 
barley. Proceedings of the National Academy of Sciences of the United States of 
America. 101:9915-9920. 

168. Wenzl, P., H.B. Li, J. Carling, M.X. Zhou, H. Raman, E. Paul, P. Hearnden, C. 
Maier, L. Xia, V. Caig, J. Ovesna, M. Cakir, D. Poulsen, J.P. Wang, R. Raman, K.P. 
Smith, G.J. Muehlbauer, K.J. Chalmers, A. Kleinhofs, E. Huttner, and A. Kilian. 
2006. A high-density consensus map of barley linking DArT markers to SSR, RFLP 
and STS loci and agricultural traits. BMC Genomics. 7. 

169. Xu, S.Z., and Z.Y. Jia. 2007. Genomewide analysis of epistatic effects for 
quantitative traits in barley. Genetics. 175:1955-1963. 



170. Yan, L., J. von Zitzewitz, J. Skinner, P.M. Hayes, and J. Dubcovsky. 2005. 
Molecular characterization of the duplicated meristem identity genes HvAP1a and 
HvAP1b in barley. Genome. 48:905-912 

171. Yang, L.T., S. Mickelson, D. See, T.K. Blake, and A.M. Fischer. 2004. Genetic 
analysis of the function of major leaf proteases in barley (Hordeum vulgare L.) 
nitrogen remobilization. Journal of Experimental Botany. 55:2607-2616. 

172. Yu, Y., J.P. Tomkins, R. Waugh, D.A. Frisch, D. Kudrna, A. Kleinhofs, R.S. 
Brueggeman, G.J. Muehlbauer, R.P. Wise, and R.A. Wing. 2000. A bacterial 
artificial chromosome library for barley (Hordeum vulgare L.) and the identification 
of clones containing putative resistance genes. Theoretical and Applied Genetics. 
101:1093-1099. 

173. Yun, S.J., L. Gyenis, E. Bossolini, P.M. Hayes, I. Matus, K.P. Smith, B.J. 
Steffenson, R. Tuberosa, and G.J. Muehlbauer. 2006. Validation of quantitative trait 
loci for multiple disease resistance in barley using advanced backcross lines 
developed with a wild barley. Crop Science. 46:1179-1186. 

174. Yun, S.J., L. Gyenis, P.M. Hayes, I. Matus, K.P. Smith, B.J. Steffenson, and G.J. 
Muehlbauer. 2005. Quantitative trait loci for multiple disease resistance in wild 
barley. Crop Science. 45:2563-2572. 

175. Zhang, L., C. Castell-Miller, S. Dahl, B. Steffenson, and A. Kleinhofs. 2008. Parallel 
expression profiling of barley-stem rust interactions. Functional & Integrative 
Genomics. 8:187-198. 

176. Zhang, L., T. Fetch, J. Nirmala, D. Schmierer, R. Brueggeman, B. Steffenson, and 
A. Kleinhofs. 2006. Rpr1, a gene required for Rpg1-dependent resistance to stem 
rust in barley. Theoretical and Applied Genetics. 113:847-855. 

177. Zhang, Q., M.A.S. Maroof, and A. Kleinhofs. 1993. Comparative diversity analysis 
of RFLPs and isozymes within and among populations of Hordeum-vulgare ssp 
spontaneum. Genetics. 134:909-916. 

178. Zhong, S.B., H. Toubia-Rahme, B.J. Steffenson, and K.P. Smith. 2006. Molecular 
mapping and marker-assisted selection of genes for septoria speckled leaf blotch 
resistance in barley. Phytopathology. 96:993-999. 

179. Zhu, H., G. Briceño, R. Dovel, P.M. Hayes, B.H. Liu, C.T. Liu , T. Toojinda, and 
S.E.  Ullrich. 1999. Molecular breeding for grain yield in barley: an evaluation of 
QTL effects in a spring barley cross. Theoretical and Applied Genetics. 98:772-779. 

180. Zhu, H., L. Gilchrist, P. Hayes, A. Kleinhofs, D. Kudrna, Z. Liu, L. Prom, B. 
Steffenson, T. Toojinda, and H. Vivar. 1999. Does function follow form? Principal 
QTLs for Fusarium head blight (FHB) resistance are coincident with QTLs for 
inflorescence traits and plant height in a doubled-haploid population of barley. 
Theoretical and Applied Genetics. 99:1221-1232. 

 


