
>Hox1_101 [cultivar=Oregon Wolfe Barley Dominant (OWB-D)] [type=two-rowed] [haplotype=Vrs1.t]
AgcACTCAGCCGGAGCCCCGCCGGCGCTTGCCGTTGGGTACCTCTGCCACCTATTTATATTACCCCTAGGTCTCTCCCTGGAGACACGCACTCCCCTCCTTCAACTAGTGCTTTGCGGCCCGTGGTCCTCCTCTCGATCCAGTTCCTGAGCACACCAACAGGCAACAGAACAACCTACCGTGTCTCCCCTCCAATCTCCTCACGATCCCTTCTTTCCCTCAGATCCGAACCGAAAGCATGGACAAGCATCAGCTCTTTGGTTCATCCAACGTGGACACGACTTTCTTCGCGGCCAATGGTACACACGACGCCGCGCGCGCCCGGTCTTTGCGCATGCGATGATGCAGCTGCAGTAGCTTCAGTTTCACCGGCCAGGACACGCATGTGATGACGTTTTTTCCATTCTGTGTTTGTATGTGCAGGCACGGCGCAGGGGGAGACCAGCAAGCAGAGGGCGCGGCGCAGGCGGCGGAGGTCGGC-GAGGTGCGGCGGAGGGGATGGTGACGGTGGGGAGATGGACGGAGGAGGGGACCCCAAGAAGCGGCGGCTCACCGACGAGCAGGCCGAGATTCTGGAGCTGAGCTTCCGGGAGGACCGCAAGCTGGAGACAGCCCGCAAGGTGTATCTGGCCGCCGAGCTCGGGCTGGACCCCAAGCAGGTCGCCGTGTGGTTCCAGAACCGCCGCGCGCGCCACAAGAACAAGACGCTCGAGGAGGAGTTCGCGAGGCTCAAGCACGCCCACGACGCCGCCATCCTCCACAAATGCCACCTCGAGAACGAGGTATGCTTGCTCGCATACATTCACACTGGCTTACATATGGCGCTGCACATCTGCAGTTCCTCTCCGTTCTTGAACATGCTTACTGACAAACATATGGCCAGCTGCTGAGGCTGAAGGAGAGACTGGGAGCGACTGAGCAGGAGGTGCGGCGCCTCAGGTCGGCAGCTGGGAGCCACGGGGCATCTGTGGATGGCGGACACGCCGCTGGCGCCGTTGGCGTGTGCGGCGGGGGCCCGAGCTCGTCCTTCTCGACGGGAACCTGCCAGCAGCAGCCGGGTTTCAGCGGGGCAGACGTGCTGGGGCGGGACGATGACCTGATGATGTGCGTCCCCGAGTGGTTTTTAGCATGAATTAGAGTTTATGCTGGCTAAGCCGATAGCAGCGTGGTCGAGTGTTTTTTAGCATGAAAT

>Hox1_102 [cultivar=Oregon Wolfe Barley Recessive (OWB-R)] [type=six-rowed] [haplotype=vrs1.a3]
AGCACTCAGCCGGAGCCCCGCCGGCGCTTGCCGTTGGGTACCTCTGCCACCTATTTATATTACCCCTAGGTCTCTCCCTGGAGACACGCACTCCCCTCCTTCAACTAGTGCTTTGCGGCCCGTGGTCCTCCTCTCGATCCAGTTCCTGAGCACACCAACAGGCAACAGAACAACCTACCGTGTCTCCCCTCCAATCTCCTCACGATCCCTTCTTTCCCTCAGATCCGAACCGAAAGCATGGACAAGCATCAGCTCTTTGATTCATCCAACGTGGACACGACTTTCTTCGCGGCCAATGGTACACACGACGCCGCGCGCGCCCGGTCTTTGCGCATGCGATGATGCAGCTGCAGTAGCTTCAGTTTCACCGGCCAGGACACGCATGTGATGACGTTTTTTCCATTCTGTGTTTGTATGTGCAGGCACGGCGCAGGGGGATACCAGCAAGCAGAGGGCGCGGCGCAGGCGGCGGAGGTCGGC-GAGGTGCGGCGGAGGGGATGGTGACGGTGGGGAGATGGACGGAGGAGGGGACCCCAAGAAGCGGCGGCTCACCGACGAGCAGGCCGAGATTCTGGAGCTGAGCTTGCGGGAGGACCGCAAGCTGGAGACAGCCCGCAAGGTGTATCTGGCCGCCGAGCTCGGGCTGGACCCCAAGCAGGTCGCCGTGTGGTTCCAGAACCGCCGCGCGCGCCACAAGAACAAGACGCTCGAGGAGGAGTTCGCGAGGCTCAAGCACGCCCACGACGCCGCCATCCTCCACAAATGCCACCTCGAGAACGAGGTATGCTTGCTCGCATACACTCACACTGGCTTACATATGGCGCTGCACATCTGCAGTTCCTCTCCGTTCTTGAACATGCTTACTGACAAACATATGGCCAGCTGCTGAGGCTGAAGGAGAGACTGGGAGCGACTGAGCAGGAGGTGCGGCGCCTCAGGTCGGCAGCTGGGAGCCACGGGGCATCTGTGGATGGCGGACACGCCGCTGGCGCCGTTGGCGTGTGCGGCGGGAGCCCGAGCTCGTCCTTCTCGACGGGAACCTGCCAGCAGCAGCCGGGTTTCAGCGGGGCAGACGTGCTGGGGCGGGACGATGACCTGATGATGTGCGTCCCCGAGTGGTTTTTAGCATGAATTAGAGTTTATGCTGGCTAAGCCGATAGCAGCGTGGTCGAGTGTTTTTTAGCATGAAAT
TATA box, two introns, a 5’ untranslated region and a 3’ untranslated regions are underlined.
Translated regions are in yellow

Start and Stop codons are in red
SNP6, BOPA1: 3_0896 (Monomorphic in the OWB)
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